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To build a computer cluster for bioinformatics and biomedical research is a
very complex task. Such a cluster has to seamlessly combine different types of the
software stack that is used for computations, and it should provide the easiest way
for organizing complex workflows for scientific research. This work presents one
of the possible architectures for a such system and a cluster software stack which
could be used to build and operate it using a computer cluster of the Institute of
Translational Medicine at the Pirogov Russian National Research Medical University
as an example.

Co3paHue BBIYHCIHTENBHOTO KJaacTepa /51 GMOMH(POPMATHKH U OHOMeIULHHCKUX
Ucce]oBaHUH NpeACTaB/IsgeT coO00H CI0XKHYHI 3afauy. B TakoM KjacTepe [OJKHBI
He3aMeTHO OOBeIMHSITbCS pasjiMyHble THUIIBI NIPOTPAMMHOr0 00eCleueH s, HCII0Jb3Y-
emMble JUIS BBIUMCJEHHH, a TakKe OH JIOJDKEH IPEeNOCTaB/ATb CIocod OpraHu3anuu
CJIOJKHBIX IIeMoueK BBIUHCJIEHHH B HAydyHBIX HCCJeOBaHUAX. [IpruBeneHa opmHa W3
BO3MOXKHBEIX aPXHUTEKTYP TaKOTO BBIUHCJHUTENbHOrO KjacTepa Ha nmpuMepe MHctutyTa
TPaHC/SLHOHHON MeIUIMHE PoCCHICKOr0 HAIMOHAIBHOTO HCCJIEI0BATENbCKOTO MEIH-
nuHckoro yHuBepcutera uM. H. M. [Tuporosa.
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